The mouse T lymphocyte a!ioantigens Tpre (1), Tthy (2), Tind (3), and Tsu (4) have been characterized by the development of specific monoclonal antibodies. These four aiioantigens are encoded by genes on chromosome 12 near the immunoglobulin heavy chain (lgh) genes and are expressed on T lymphocytes at discrete stages of development (4, 1). The developmental pathway suggested by the sequential expression of these antigens does not directly parallel that marked by the Lyt-1, Lyt-2, and Lyt-3 alloantigens (5, 6). Their genetic location near the Igh complex and other data have raised the possibility that these four alloantigens may form part of the T cell receptor for antigen (1-8).
(if).
* Data are expressed as d or --(cytotoxic index + difference from the mean). Four animals from each strain were evaluated in groups of two. ! The locus controlling the electrophoretic polymorphism of serum prealbumin; typing from Taylor et al. (12) and Wilcox and Shreffler (13) . The o allele denotes either b or c, not distinguished by the methology used.
maintained at the Institute for Cancer Research, Philadelphia. The CXAXCB strains were derived from the cross, (BALB/c x A/He)F1 X C.B-17, selecting for genetic recombination between Igh-1 and Pre-l. These strains were shipped to Tufts University for short-term housing before being sacrificed. Allotype congeneic and inbred strains were obtained from colonies at Tufts University or purchased from The Jackson Laboratory, Bar Harbor, ME.
Monoclonal Antibodies. A panel of 26 RI and IghR strains were studied for the expression of the Tpre, Tthy, Tind, and Tsu alloantigens (Table II) . Four separate groups of strains of different genetic backgrounds were studied. The two parental strains used to construct the recombinant strains are listed first in each panel of Table II The genetic separation of Tpre from Tsu from Thy and Tind demonstrates the existence of at least three genes controlling the expression of these determinants. We believe that Tthy and Tind are also controlled by separate genes because they are expressed on different subpopulations of T cells. Although it is formally possible that some or all four of these antigens are structural modifications of a single gene product, we favor the interpretation that these alloantigens are a set of functionally differentiated cell surface molecules coded by a cluster of four homologous genes that arose by duplication and divergence. They may contribute to different functional forms of a complex receptor for antigen.
